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2013–2016 Ph.D. Genetics, Texas A&M University, College Station, TX, USA.
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Research, Corpus Christi, TX, USA.
2018–2019 Chief Technology Officer, Xelect, Ltd., St Andrews, UK.
2016–2018 Research Fellow, University of St Andrews, St Andrews, UK.
2014–2016 Research Associate, Harte Research Institute, Corpus Christi, TX, USA.
2012–2014 Research Associate, Texas A&M University, College Station, TX, USA.
2008–2012 Research Assistant, Texas A&M University, College Station, TX, USA.
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